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A. Current Affiliations

2006- present
2005- present

Affiliated Faculty, Institute for Genomic Biology, U. Illinois, Urbana-Champaign.
Assistant Professor, Dept. of Computer Science, U. Illinois, Urbana-Champaign.

B. Disciplinary Fields

Computer Science: Bioinformatics and Computational Biology.

C. Education Background

* Indian Inst. of Technology (IIT) Kanpur Computer Science & Engr. B.Tech (1997)

e  Univ. of Washington, Seattle, WA Computer Science & Engr. M.S. (2000)

e Univ. of Washington, Seattle, WA Computer Science & Engr. Ph.D. (2002)

* Center for Studies in Physics and Biology, Bioinformatics Post-doc
Rockefeller University, New York, NY (Advisor:Eric Siggia) (2002-2005)

D. Professional Positions Held

1999-2001

Research Internship, Microsoft Research, Redmond, WA.

E. Honors and Awards

2007
2007
2007

2006

2003

2002-04
2001-03
2001

Incomplete List of Teachers Ranked as Excellent for Spring 2007, Fall 2007.

Faculty Fellowship awarded by National Center for Supercomputing Applications. (1 of 10.)

Member of 5-member team of PIs awarded with the third prize under Roche sequencing competition,
which includes funding for sequencing of 300 MB of genomic sequence to study insect sociality. 120
teams nationwide participated in this competition.

News report in Science Magazine (10/27/06), LA Times, Seattle Times, and other popular media on work
done on honeybee genome analysis, published in PNAS. (Sinha et al., “Genome scan for cis-regulatory
DNA motifs associated with social behavior in honey bees”.)

Best Paper Award (2" prize) at the Intelligent Systems for Molecular Biology (ISMB)

conference, the premier bioinformatics conference, held in Brisbane.

W. M. Keck Foundation Presidential Fellowship, in support of computational biology.

Microsoft Research Fellowship, awarded to 12 graduate students in Canada or U.S.

News report in WIRED magazine (May 1) on work done at Microsoft Research.

F. Peer-reviewed Publications

1. S.Sinha and X. He (2007, in press). MORPH: Probabilistic alignment combined with hidden Markov Models of
cis-regulatory modules. PLoS Computational Biology.

2. L.Li, Q. Zhu, X. He, S. Sinha and M.S. Halfon. (2007) Large-scale analysis of transcriptional cis-regulatory
modules reveals both common features and distinct subclasses. Genome Biology 8, R101. (Impact factor: 9.7)
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

R. Kantorovitz, G. E. Robinson and S. Sinha (2007). A statistical method for alignment-free comparison of
regulatory sequences. Bioinformatics, 23(13). (Special Issue on ISMB 2007). (Acceptance rate: 15% in over 400.)

J. Kim and S. Sinha (2006) “Indelign: a probabilistic framework for annotation of insertions and deletions in a
multiple alignment”. Bioinformatics, 23(3). (Impact factor: 6.7 for 2005.)

S. Sinha, X. Ling, C.W. Whitfield, C. Zhai, G.E. Robinson (2006) “Genome scan for cis-regulatory DNA motifs
associated with social behavior in honey bees”. Proc. Nat. Acad. Sciences, 103(44). (Impact factor: 10.3 for 2005.)
S. Sinha (2006). “PhyME: A Software Tool for Finding Motifs in Sets of Orthologous Sequences”. Chapter in
Comparative Genomics, Vol. 1, Methods in Molecular Biology series. Humana Press. In Press.

S. Sinha (2006). On counting position weight matrix matches in a sequence, with application to discriminative motif
finding. Bioinformatics, 22(14). (Special Issue on ISMB 2006). (Acceptance rate: 15% in over 400.)

S. Sinha, Y. Liang, E.D. Siggia (2006). Stubb: a program for discovery and analysis of cis-regulatory modules. Nucl.
Acids Res, 34 (Web server issue): W555-9.

S. Sinha and E. D. Siggia (2005). Sequence Turnover and Tandem Repeats in cis-Regulatory Modules in Drosophila.
Molecular Biology and Evolution, 22(4):874-85.

M., Tompa, N., Li, T., L., Bailey, G., M., Church, B, DeMoor, E. Eskin, A., V., Favorov, M. C,, Frith, Y., Fu, W. J.,
Kent, V., J., Makeev, A., A., Mironov, W., S., Noble, G., Pavesi, G., Pesole, M., Regnier, N., Simonis, S. Sinha, G.
Thisjs, J, vanHelden, M. Vandenbogaert, Z., Weng, C., Workman, C., Yi, Z., Zhu. (2005) An Assessment of
Computational Tools for the Discovery of Transcription Factor Binding Sites,” Nature Biotechnology, Vol. 23, No. 1,
pp. 137 — 144.

S. Sinha, M. Blanchette, and M. Tompa (2004). PhyME: A Probabilistic Algorithm for Finding Motifs in Sets of
Orthologous Sequences. BMC Bioinformatics, 5(170). (marked by journal as “Research Highlight” and as “highly
accessed”)

S. Sinha, M. Schroeder, U. Unnerstall, U. Gaul, and E. D. Siggia (2004). Cross-species comparison significantly
improves genome-wide prediction of cis-regulatory modules in Drosophila. BMC Bioinformatics, 5(129). (cited by
the “Faculty of 1000”)

A. Prakash, M. Blanchette, S. Sinha, M. Tompa (2004). “Motif Discovery in Heterogeneous Sequence Data,” Ninth
Pacific Symposium on Biocomputing (PSB).

S. Sinha, E. van Nimwegen, and E. D. Siggia (2003). A Probabilistic Method to Detect Regulatory Modules.
Bioinformatics, 2003, 19(S1). (Special issue on ISMB 2003.) (Best paper award, 2 prize.)

S. Sinha (2003). Discriminative Motifs. Journal of Computational Biology, 10(3), 599-615. A preliminary version
appeared in RECOMB, 2002.

S., Sinha , M., Tompa (2003) YMF, a Program for Discovery of Novel Transcription Factor Binding Sites by
Statistical Overrepresentation,” Nucleic Acids Research, Vol. 31, No. 13, pp. 3586-358.

S. Sinha, M. Tompa (2003) “Performance Comparison of Algorithms for Finding Transcription Factor Binding
Sites,” Third IEEE Symposium on Bioinformatics and Bioengineering, (BIBE), pp. 214-220.

S. Sinha and M. Tompa (2002). Discovery of Novel Transcription Factor Binding Sites by Statistical
Overrepresentation. Nucleic Acids Research, 30(24), 5549-60.

Y. Chen, R. Venkatesan, M. Cary, R. Pang, S. Sinha, M. Jakubowski. (2002) “Oblivious hashing: Silent Verification
of Code Execution,” Fifth International Workshop on Information Hiding (IHW).

M. Blanchette and S. Sinha (equal authors) (2001). Separating Real Motifs from their Artifacts. Bioinformatics,
17(S1). (Special issue on ISMB 2001.)

R. Venkatesan, V. Vazirani, S. Sinha. (2001) “A Graph-Theoretic Approach to Software Watermarking,” Fourth
International Workshop on Information Hiding, (IHW), pp. 157-168.

S. Sinha and M. Tompa (2000). A Statistical Method for Finding Transcription Factor Binding Sites. Proc. Eighth
Intl. Conf. on Intelligent Systems for Molecular Biology (ISMB) 2000, 8:344-54.
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G. Patents

1. R. Venkatesan, S. Sinha. “Minimum Delta Generator for Program Binaries”. US Patent Number 7058941, Issued
2006. Assignee: Microsoft Corporation.

2. M. H. Jakubowski, R. Venkatesan, S. Sinha. “System and method for protecting digital goods using random and
automatic code obfuscation.” US Patent Number 7054443, Issued 2006. Assignee: Microsoft Corporation.

3. S. Sinha, M. H. Jakubowski, R., Venkatesan, Y., Chen, M., Cary, R., Pang. “Integrity ordainment and ascertainment
of computer — executable instructions.” Patent Application (20030191942) filed April, 2002.

4. S. Sinha, M. H. Jakubowski, R., Venkatesan, Y., Chen, M., Cary, R., Pang, “Integrity ordainment and ascertainment
of computer — executable instructions with consideration for execution context.” Patent Application (20030191940)
filed April, 2002.

H. Synergistic Activities

1. Taught in the “G.A.M.E.S” summer camp for middle school girls, organized in UTUC.

2. Program Committee member for ISMB 2007, WABI 2007, BIBE 2007 (Session chair), BIBM 07, VLDB BIO 07.

3. June 2007 Invited speaker. Sixth Graybill Conference on Bioinformatics, Fort Collins.

4. May 2007 Speaker, Weill Medical College (Cornell University), New York.

5. April 2007 Invited speaker. Third Barbados Workshop on computational gene regulation.

6. March 2007. Member of 11 person working group on “Synthesizing Computational Resources for Cis-regulatory
Molecular Evolution”, funded by the National Evolutionary Synthesis Center (NESCent).

7. October 2006 Speaker, Midwest Quant. Bio. Conference, Mackinac Island, MI.

8. July-August 2006. External examiner and summer internship supervisor for the M.Res (Bioinformatics) program,
York University.

9. Organization of the first UIUC Bioinformatics Summit (03/06) bringing together biologists and computer scientists
for new research initiatives. http://www.beespace.uiuc.edu/biosummit/

10. July 2006 Speaker, CTBP summer school “Quantitative Aspects of Gene Regulation”, La Jolla, CA.
11. June 2006 Speaker, “Fourth Bertinoro Computational Biology Meeting”, Bertiniro, Italy.

12. May 2006 Speaker, Symposium on “Analysis of Transcriptional Networks”, Mich. State University.
13. Spring 2006, Directed graduate seminar on bioinformatics, UIUC.

14. April 2005 Speaker, Annual Drosophila Conference, San Diego, CA.

15. Development and maintenance of the Stubb web server for regulatory sequence analysis.

16. Development and maintenance of the YMF web server for motif finding (2002- present).

17. Development of a new undergraduate course on bioinformatics for computer science students at the University of
[llinois, Urbana-Champaign. http://www.cs.uiuc.edu/class/fa06/cs498ss/

18. Reviewer of manuscripts for Journals: PNAS, Nature Methods, Genome Research, PLoS Computational Biology,
Bioinformatics, Nucleic Acids Research, BMC Bioinformatics, BMC Genomics, Journal of Bioinformatics and
Comp. Biology, Trans. Comp Bio. & Bioinf.; Conferences: ISMB, RECOMB, PSB, WABI, BIBE, BIBM.

I. Collaborators & Other Affiliations

Primary Collaborators

Mathieu Blanchette (McGill Univ.), Ulrike Gaul (Rockefeller University), Marc Halfon (U. Buffalo), Michael Brodsky
(U. Mass. Med School), Jiawei Han (UIUC), Neil Kelleher (UIUC), Z. Lewis Liu (USDA, Peoria, IL), Phil Newmark
(UIUC), Gene Robinson (UIUC), Bruce Schatz (UIUC), Scot Wolfe (U. Mass. Med. School), Chengxiang Zhai
(UIuce).
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Graduate and Post Doctoral Advisors
* graduate advisor: Martin Tompa (University of Washington, Seattle, WA)
* postdoctoral advisor: Eric Siggia (Rockefeller University, NY & Cornell University, NY)
Thesis Advisees and Postgraduate-Scholar Sponsored
e current graduate students:
Jaebum Kim, Xin He, Xu Ling, Lindsy Kron.
* current post-doc:
Ruth Kantorovitz.
* past graduate students:
Andra Ivan (M.S.), Aditya Ramani.




